A Multi-Species Assessment of Relative Genetic Degradation Risk
from Climate Change and Other Threats
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igh-elevation Taser fired spruce 2 U.S. Forest Service, Southern Region, National Forest Service, Atlanta, GA 30309 in the Appalachian region.
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genetic degradation based on ecological and life-history traits, = Tendency toward small, defined for this project, encompasses seven high- climate change map.

species-specific projections of climate change pressure, and Isolated populations elevation ecoregions south of the Mason-Dixon fine. Results and Discussion

predictions of insect and disease susceptibility.
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change projections, : : 3 Fraserfir (Apies fraser)) >50 | tions, occur at higher
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